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Short Communication 

Phagocytic receptors regulate Drosophila 
larval growth 
Kaz Nagaosa1,2,3* 

1Department of Biology, Faculty of Agriculture and Life Science, Hirosaki University, Aomori, Japan; 2Section of Food 

Abstract 
Drosophila melanogaster is a key model organism for biological research due to its 

genetic manipulability and high degree of evolutionary conservation with humans. 

Phagocytic receptors play a central role in apoptotic cell clearance, a fundamental process 

that is highly conserved across species. Previous studies have identified two major 

phagocytic receptors in Drosophila: integrin αPS3βν and Draper, both of which contribute 

to apoptotic cell removal. However, the physiological significance of these receptors under 

normal developmental conditions remains unclear. Therefore, the aim of this study was to 

investigate the role of these receptors in developmental timing. The results demonstrated 

that double mutants lacking both receptors exhibited significant developmental delays, 

especially during the larval stage (p<0.001). Moreover, tissue-specific knockdown 

experiments revealed that phagocytic receptors within the fat body are mainly involved in 

regulating developmental timing (p=0.028). Further results established that nutrient 

availability influenced the extent of growth delay, suggesting that these receptors may play 

a role in nutrient-dependent growth regulation. Taken together, these findings suggest 

that phagocytic receptors contribute to maintaining proper growth timing in Drosophila 

larvae, potentially through energy metabolism pathways. 

Keywords: Drosophila, phagocytic receptor, development, growth, nutrition  

Introduction 

Drosophila melanogaster (lesser fruit fly) is a major model organism used in biological 

research, and its history traces back to early genetic experiments performed by T. H. Morgan. In 

1907, when the cellular location of genetic material was still unknown, Morgan and his colleagues 

demonstrated that genes reside on chromosomes using Drosophila [1]. The continued 

widespread use of Drosophila in biological and genetic research can be attributed to its short life 

cycle, high fertility, and relative harmlessness to humans. Moreover, there exists a substantial 

body of accumulated genetic knowledge and advanced genetic tools that can be readily used to 

study Drosophila. Such tools include the GAL4-upstream activating sequence (UAS) system [2] 

and RNA interference (RNAi)-based gene suppression [3], and allow precise genetic 

manipulation on the organismal level, thereby making Drosophila an indispensable “living test 

tube.” The Drosophila genome was decoded relatively early among model organisms, and it was 

discovered that approximately 60% of human genes [4], as well as more than 70% of disease genes 

[5], are conserved in Drosophila. Consequently, Drosophila is also extensively used as a disease 

model in medical research [6]. 

In this study, phagocytic receptors, identified as key mediators of apoptotic cell clearance in 

vivo, were the focus of investigation. Apoptosis, also known as physiological cell death, is distinct 

from necrosis, which is associated with cell rupture and the leakage of cellular contents [7-9]. 
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Specifically, apoptosis is induced in cells that are no longer needed, such as aging blood cells, cells 

that have completed their roles during development, and cells infected with viral pathogens. 

Moreover, apoptosis can lead to changes in molecular patterns on the cell surface, DNA 

fragmentation, and cell shrinkage. Professional phagocytes (such as macrophages) and epithelial 

cells surrounding apoptotic cells can recognize cell surface structures characteristic of apoptosis 

and respond by engulfing and degrading these cells; this process is known as phagocytosis [10]. 

Phagocytic receptors play a central role in recognizing apoptotic cells and initiating the signaling 

pathways that mediate this engulfment. Studies in mammals have identified diverse phagocytic 

receptors and their signaling pathways. Subsequent genetic analyses in the nematode 

Caenorhabditis elegans have revealed that these pathways converge into two major conserved 

pathways. This finding has also been confirmed in Drosophila, thus reinforcing the notion that 

apoptotic cell phagocytosis is a fundamental, evolutionarily conserved process throughout the 

animal kingdom, including mammals [10,11]. 

Previous research (in which participation occurred) identified two phagocytic receptors in 

Drosophila, integrin αPS3βν and Draper, along with associated signaling pathways [12-14]. 

Moreover, since these two pathways are highly conserved [15-17], they likely play critical roles in 

multicellular organisms. However, to date, a comprehensive elucidation of the physiological 

significance of phagocytosis mediated by these receptors has not yet been performed. It is known 

that mutants lacking both receptors show a marked suppression of apoptotic cell clearance. For 

example, double mutant flies developed into adults with normal morphology, but their 

development period was delayed by a couple of days. Interestingly, this delay was observed only 

in double mutants and not in single mutants [13]. Taken together, these findings suggest that 

nonspecific phagocytosis, independent of these receptors, is sufficient for survival under 

physiological conditions. However, under non-physiological conditions, such as tumor formation 

[18] and infection by pathogenic bacteria [19] and viruses [20], the absence of these receptors can 

impair homeostasis. For example, it may be associated with a higher frequency of tumor 

appearance and may cause infected individuals to be more likely to die [18-20]. In such cases, 

these phagocytic receptors would constitute an extremely important adaptation under non-

physiological conditions. In this study, attention was focused on the growth retardation from the 

embryo to adult life history stages. The aim of this study was to investigate the role of these 

receptors in developmental timing. Differences observed under physiological conditions were 

recorded, and their causes were investigated, specifically examining at which developmental stage 

(i.e., embryo, larva, or pupa) growth was delayed and whether the mechanisms responsible could 

be identified. 

Methods 

Fly stocks and maintenance 

The following lines of Drosophila were used in this study: w1118 on the X chromosome; Intgbn2 

on the 2nd chromosome [21], used as a null mutant of Itgbn, which codes for the β subunit of 

integrin αPS3βν; drpr∆5 on the 3rd chromosome [22], used as a null mutant of drpr, which codes 

for Draper; tubP-GAL4 on the 3rd chromosome (Bloomington Drosophila Stock Center: stock 

number 5138), used to ubiquitously express GAL4; Pxn-GAL4 8.1 on the 2nd chromosome 

(graciously donated by Dr. Michael J. Galko) used to express GAL4 in hemocytes; rn-GAL4-5 on 

the 3rd chromosome (Bloomington Drosophila Stock Center: stock number 7405) and dll-GAL4 

on the 2nd chromosome (graciously donated by Dr. Shigeo Hayashi), used to express GAL4 in 

imaginal discs; ppl-GAL4 on the 2nd chromosome (graciously donated by Dr. Alex Gould), used 

to express GAL4 in fat bodies; UAS-Itgbn-IR on the 3rd chromosome (National Institute of 

Genetics: stock ID 1762R-1), used to express precursors of double-stranded RNA for the RNAi 

knockdown of Itgbn; UAS-drpr-IR on the 3rd chromosome (Vienna Drosophila Resource Center: 

VDRC Transformant ID 4833), used to express precursors of double-stranded RNA for the RNAi 

knockdown of drpr. Finally, the fly lines Intgbn2; drpr∆5, and UAS-Itgbn-IR UAS-drpr-IR were 

generated using the fly stocks described above.  

All flies were maintained at a constant temperature of 21°C under 60% humidity and a 12-

hour light-dark cycle in an HPAV 210–20 test chamber (Isuzu Manufacturing Co., Ltd., Niigata, 
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Japan). Flies were fed a standard diet composed of 1–10% (w/v) dry yeast (YSC2-500G, Merck 

KGaA, Darmstadt, Germany), 1% (w/v) agar (S-7, Ina Food Industry Co., Ltd., Nagano, Japan), 

10% (w/v) glucose, 7% (w/v) cornmeal, 0.4% (v/v) ethanol, 0.07% (w/v) butyl p-

hydroxybenzoate, and 0.4% (v/v) propionic acid.  

Developmental period quantification 

Drosophila embryogenesis is categorized into 17 stages based on distinct morphological changes. 

To measure the embryonic period, eggs laid on agar plates (prepared using 80 mL grape juice, 5 

mL ethanol, 5 mL acetic acid, 4.4 g agar, and 100 mL distilled water) were collected and 

dechlorinated with sodium hydrochloride, thereby allowing transparent visualization under a 

microscope. Stage 5 embryos, which are at a relatively early stage of development, were then 

collected and transferred to agarose plates maintained at 21°C at high humidity. Embryos were 

then monitored once an hour until they hatched. To measure the larval and pupal period, stage 

16 embryos, which represent the late embryonic stage, were collected and transferred to vials 

containing the standard diet and maintained as above. Vials were monitored every 12 hours to 

record pupation and adult eclosion. 

Statistics analyses 

Statistical comparisons between group means were performed using two-tailed Student’s t-tests 

through Microsoft Excel software (Microsoft Corporation, Redmond, WA, USA). The numbers of 

observed individuals are noted in the tables accompanying this study. Finally, differences with p-

values<0.05 were considered to be statistically significant. 

Results 

Identification of the developmental stages affected by growth delay  

Drosophila development is highly dependent on nutritional status and rearing temperature. 

Under optimal conditions (25°C, adequate nutrition), embryonic development is completed in 

22–24 hours, followed by approximately four days of larval feeding, a 12-hour prepupal period, 

and 4–4.5 days of pupation. Development completes with adult emergence after approximately 

220 hours in total [23]. However, under the 21°C condition adopted in this study, the life cycle is 

extended to approximately 14 days [23]. Given this well-defined timeline, a two- or three-day 

delay was observed in the double mutant Itgbn2; drpr∆5, representing a significant deviation.  

To investigate the stage-specific timing of this delay, the developmental period was first 

examined to determine whether the delay occurred during the embryonic, larval, or pupal stages. 

Stage 5 embryos were collected, and the time required for development to the larval stage was 

measured. Mutant embryos were hatched one hour earlier than w1118 embryos, indicating that the 

cause of the growth delay in Itgbn2; drpr∆5 was not related to the embryonic stage (Table 1). 

Subsequently, stage 16 embryos were collected, and the time required for development to pupae 

and adults was measured (Table 1). Mutant embryos were pupated 62 hours later and emerged 

as adults 42 hours later compared to w1118 embryos. The difference in the time to adult emergence 

was not greater than the time required for pupation. These results indicate that the growth delay 

in Itgbn2; drpr∆5 occurred during the larval stage, rather than at the pupal stage. 

Table 1. Duration from stage 5 embryos to larvae and stage 16 embryo to pupae and adults 

Developmental stage w1118 w; Itgbn2; drprΔ5 Difference p-value 
Hatching (h) 27.7±1.1 

(n=18) 
26.7±1.0 
(n=18) 

+ 1.0 0.008* 

Pupation (h) 173.3±19.1 
(n=81) 

235.0±57.7 
(n=57) 

+ 61.7 <0.001* 

Eclosion (h) 310.0±12.9 
(n=76) 

352.1±18.8 
(n=42) 

+ 42.1 <0.001* 

Data show mean±standard deviation 
*Statistically significant at p<0.05 
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Tissue-specific growth regulation by phagocytic receptors  

Next, to determine how phagocytic receptors regulate larval development, growth delays in flies 

with tissue-specific knockdown of Itgbn and drpr were examined using the GAL4-UAS system 

and RNAi. Briefly, the GAL4-UAS system involves introducing the yeast transcription factor 

GAL4 and its corresponding upstream activating sequence into Drosophila. Typically, tissue-

specific GAL4 driver lines are crossed with UAS-linked target gene lines to facilitate localized gene 

expression [24]. RNAi is a form of post-transcriptional gene silencing initially discovered in 

nematodes [25]. RNAi systems feature endogenous (micro-RNA) or exogenous (short interfering 

RNAs or siRNAs) RNA sequences that inhibit gene transcription or translation. Since its 

identification, RNAi has been observed in a wide range of organisms, including mammals, insects, 

and plants. In Drosophila, libraries containing UAS lines encoding precursor sequences for gene-

specific siRNAs that cover almost all genes have been released by the National Institute of 

Genetics in Japan and the Vienna Drosophila Resource Center in Austria. This resource provides 

a convenient tool for Drosophila researchers to apply reverse genetic approaches.  

In this study, UAS-Itgbn-IR and UAS-drpr-IR lines were used. These lines permitted the 

selective suppression of receptor expression in specific tissues and allowed analysis of their effects 

on the duration of growth. Whole-body knockdown using tubP-GAL4, although not as in the case 

of the null mutant, resulted in a significant (14 h) developmental delay relative to the control 

condition (Table 2). The growth retardation of phagocytic receptor-deficient flies occurs only in 

the Itgbn and drpr double mutant [13]. Thus, the developmental delay caused by UAS-Itgbn-IR 

UAS-drpr-IR means that the UAS lines genetically functioned correctly. Next, the growth of 

individuals in which the expression of both phagocytic receptors was suppressed in a site-specific 

manner was examined. Tissue-specific knockdown in hemocytes using Pxd-GAL4 unexpectedly 

led to a nonsignificant 11-hour shortening of developmental time, suggesting that the phagocytic 

receptors of hemocytes were not involved in growth regulation. Moreover, knockdown in 

imaginal discs using rn-GAL4 resulted in a significant (6-hour) delay, although this difference 

was smaller than that of tubP-GAL4. Another GAL4 driver, dll-GAL4, also caused a 6-hour delay 

but this was not statistically significant. Taken together, these results suggest that if phagocytic 

receptors regulated the growth period, they did so only to a small degree. In contrast, knockdown 

in the fat body using ppl-GAL4 resulted in a significant delay of 12-hour, comparable to whole-

body knockdown, suggesting that the phagocytic receptors in the fat body may regulate growth 

duration. 

Table 2. Duration from stage 16 embryos to adult 

Male GAL4-lines were crossed with female w1118 or UAS-Itgbn-IR UAS-drpr-IR, and the resulting embyros 
were collected. Embryos were raised on a standard diet containing 2% yeast. Data show mean±standard 
deviation.  
*Statistically significant at p<0.05 

Nutrient-dependent growth regulation by phagocytic receptors 

The fat body, which is analogous to the liver and adipose tissue in mammals, plays important 

roles in nutrition storage and humoral function. Therefore, the effect of nutrient conditions on 

the regulation of growth duration by phagocytic receptors was also examined. Under standard 

diet conditions (5% yeast), the Itgbn2; drpr∆5 mutants exhibited a 62-hour delay compared to 

w1118 (Table 1). Increasing the yeast concentration to 10% reduced this delay to 33 hours, while 

decreasing it to 1% extended the delay to 137 hours (Table 3). Taken together, these findings 

GAL4-line w1118 UAS-Itgbn-IR UAS-drpr-IR Difference p-value 
tubP-GAL4 353.5±17.5 

(n=51) 
367.1±22.8 
(n=43) 

+ 13.6 <0.001* 

Pxn-GAL4 358.3±39.3 
(n=47) 

347.6±17.5 
(n=49) 

− 10.7 0.086 

rn-GAL4 342.0±9.1 
(n=53) 

348.4±13.1 
(n=56) 

+ 6.4 0.004* 

dll-GAL4 350.8±23.4 
(n=48) 

356.4±12.6 
(n=56) 

+ 5.6 0.120 

ppl-GAL4 349.6±27.2 
(n=54) 

361.4±24.0 
(n=42) 

+ 11.8 0.028* 
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indicate that the phagocytic receptors contribute to nutrient-dependent growth regulation, likely 

through a specific function in the fat body. 

Table 3. Duration from stage 16 embryos to pupae 

Yeast content w1118 w; Itgbn2; drprΔ5 Difference p-value 
1% 411.8±74.9 

(n=79) 
548.6±71.5 
(n=70) 

+ 136.8 <0.001* 

2% 220.7±17.0 
(n=85) 

269.3±37.3 
(n=76) 

+ 48.6 <0.001* 

10% 163.1±7.3 
(n=93) 

196.5±23.0 
(n=71) 

+ 33.4 <0.001* 

Data are presented as mean±standard deviation 
*Statistically significant at p<0.05 

Discussion 
In this study, it was revealed that phagocytic receptors integrin αPS3βν and Draper in fat body 

play a crucial role in nutrient-dependent regulation of growth period. Factors known to delay 

Drosophila growth include both nutritional deficiencies and low temperatures [23]. In the 

phagocytic receptor-deficient mutants used in this study, only the larval stage was prolonged, 

while low-temperature conditions did not further extend the developmental period (data not 

shown). These findings align with the hypothesis that phagocytic receptors regulate growth 

duration in a nutrient-dependent manner. In holometabolous insects, when larvae reach a 

“critical weight” threshold, a switch to pupation is turned on. At this point, ecdysone is released 

from the prothoracic gland, the main endocrine organ, causing the onset of pupation [26]. 

Recently, a number of enzymes involved in ecdysone biosynthesize have been identified [27]. 

Phagocytic receptors may have some effect on the expression or function of these enzymes. 

Moreover, phagocytosis receptors are known to recognize multiple ligands. For instance, in 

mammals, scavenger receptor class B, type I has been found to act as a phagocytic receptor of 

apoptotic spermatogenic cells in Sertoli cells (a nurse cell) within the testis [28]. This receptor is 

also known as a receptor for high-density lipoprotein [29]. In Drosophila, integrin αPS3βν and 

Draper also recognize multiple ligands. Although both receptors in hemocytes recognize bacteria 

such as Staphylococcus aureus, the ligands they recognize are not the same; integrin αPS3βν 

recognizes peptidoglycan [14,19], while Draper recognizes lipoteichoic acid [30]. Given the role 

of the fat body in energy metabolism and the potential of these receptors to recognize multiple 

ligands, it is speculated that phagocytic receptors influence energy storage and utilization by 

recognizing some nutrient-related molecules. 

It is known that impairment of imaginal discs in larvae delays pupation. Dilp8, a Drosophila 

insulin-like peptide that delays metamorphosis by inhibiting ecdysone biosynthesis has been 

found to be highly expressed in abnormally growing imaginal discs, where it disturbs pupation 

until its condition is restored [31,32]. This restoration includes both cell death and compensatory 

cell proliferation [33]. The results of this study show that knockdown of Itgbn and drpr in 

imaginal discs also tended to delay the onset of pupation relative to a control line, although this 

difference was small. The delay may reflect the role of phagocytic receptors under non-

physiological conditions. Both integrin αPS3βν and Draper are active in cancer prevention [18], 

and they may, therefore, also be involved in tissue maintenance. 

For a judicious interpretation, several limitations in this study should be considered. 

Although this study showed that phagocytic receptors in fat body and imaginal discs could control 

larval growth period in Drosophila, all evidence had come from genetic experiments, and no 

biochemical, molecular biological, or cell biological evidence. These approaches are needed to be 

clear the molecular function of the receptors in energy metabolism in fat body and removal of 

unwanted cells in imaginal discs. 

Conclusion 
The study found that the loss of two phagocytic receptors, integrin αPS3βν and Draper, results in 

a significant developmental delay, specifically during the larval stage. Knockdown of both 

receptors via tissue-specific RNAi revealed that the fat body is the primary site where these 
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receptors contribute to the regulation of developmental timing. Furthermore, the extent of the 

developmental delay was influenced by nutrient availability, suggesting that phagocytic receptors 

play a role in nutrient-dependent growth regulation. Taken together, these results highlight a 

novel function of phagocytic receptors beyond their established role in apoptotic cell removal. 

Moreover, given the central role played by the fat body in nutrition storage and humoral function, 

it is plausible that phagocytic receptors may contribute to processes that regulate larval growth 

and the timing of pupation. Overall, this study provides new insight into the physiological 

significance of phagocytic receptors in Drosophila, particularly regarding growth regulation 

under varying nutritional conditions. Further research is required to elucidate the molecular 

mechanisms (and ligands) by which these receptors influence energy metabolism and humoral 

signaling pathways. 

Ethics approval  

Not required. 

Acknowledgments 

I would like to extend sincere thanks to Dr. Nicholas H Brown of the University of Cambridge, 
UK.; Dr. Marc R. Freeman, of the University of Massachusetts Medical School, USA.; Dr. Michael 
J. Galko of the University of Texas, USA; Dr. Shigeo Hayashi of the RIKEN Center for Biosystems 
Dynamics Research, Japan; Dr. Alex P Gould of the MRC National Institute for Medical Research, 
UK.; Bloomington Drosophila Stock Center, Indiana University, USA; National Institute of 
Genetics, Japan; and the Vienna Drosophila Resource Center of Vienna Biocenter Core Facilities 
GmbH, Austria, for access to fly lines. I am also grateful to Drs. Akiko Shiratsuchi (Sapporo 
Medical University) and Saori Nonaka (Yasuda Women’s University) for their advice throughout 
planning and execution of this research project. In addition, I would like to thank Tomoyuki 
Miyasaka, Tomonori Nakagawa, Asana Kita, and Takumi Matsuda for contributing to this study 
at the initial stage. Finally, all of this study was conducted in the laboratory of Dr. Nakanishi. I 
would therefore like to express sincere gratitude to Dr. Nakanishi, the organizer of the laboratory, 
who provided support for all aspects of this study. 

Competing interests 

The author reports that no conflicts of interest exist. 

Funding 

This work was supported by a KAKENHI grant from the Japan Society for the Promotion of 
Science (Grant Nos. 21K11567 and 25440044). 

Underlying data  

Derived data supporting the findings of this study are available from the corresponding author 
on request.  

Declaration of artificial intelligence use 

We hereby confirm that no artificial intelligence (AI) tools or methodologies were utilized at any 
stage of this study, including during data collection, analysis, visualization, or manuscript 
preparation. All work presented in this study was conducted manually by the authors without the 
assistance of AI-based tools or systems. 

How to cite 
Nagaosa K. Phagocytic receptors regulate Drosophila larval growth. Narra X 2025; 3 (1): e210 - 

http://doi.org/10.52225/narrax.v3i1.210.  

References 
1. Morgan TH, Sturtevant AH, Muller HJ, et al. The mechanism of mendelian heredity. New York: Henry Holt and Company; 

1915. 

http://doi.org/10.52225/narrax.v3i1.


Nagaosa. Narra X 2025; 3 (1): e210 - http://doi.org/10.52225/narrax.v3i1.210        

Page 7 of 8 

S
h

o
rt

 C
o
m

m
u

n
ic

at
io

n
 

 

 

2. Brand AH, Perrimon N. Targeted gene expression as a means of altering cell fate and generating dominant phenotypes. 

Development 1993;118(2):401-415. 

3. Carthew RB. Gene silencing by double-stranded RNA. Curr Opin Cell Biol 2001;13:244-248. 

4. Rubin GM, Yandell MD, Wortman JR et al. Comparative genomics of the eukaryotes. Science 2000;287(5461):2204-

2215. 

5. Bier E. Drosophila, the golden bug, emerges as a tool for human genetics. Nat Rev Genet 2005;6(1):9-23. 

6. Ugur B, Chen, K, Bellen HJ. Drosophila tools and assays for the study of human diseases. Dis Model Mech 2016;9:235-

244. 

7. Golstein P, Kroemer G. Cell death by necrosis: Toward a molecular definition. Trends Biochem Sci 2007;32(1):37-43. 

8. Wyllie A, Kerr JF, Currie AR. Cell death: The significance of apoptosis. Int Rev Cytol 1980;68:251-306. 

9. Ellis RE, Yuan JY, Horvits HR. Mechanisms and functions of cell death. Annu Rev Cell Biol 1991;7:663-698. 

10. Nonaka S, Shiratsuchi A, Nagaosa K, et al. Mechanisms and significance of phagocytic elimination of cells undergoing 

apoptotic death. Biol Pharm Bull 2017;40(11):1819-1827. 

11. Nakanishi Y, Nagaosa K, Shiratsuchi A. Phagocytic removal of cells that have become unwanted: Implications for animal 

development and tissue. Develop Growth Differ 2011;53:149-160. 

12. Manaka J, Kuraishi T, Shiratsuchi A, et al. Draper-mediated phosphatidylserine-independent phagocytosis of apoptotic 

cells by Drosophila hemocytes/macrophages. J Biol Chem 2004;279:48466-48476. 

13. Nagaosa K, Okada R, Nonaka S, et al. Integrin βν-mediated phagocytosis of apoptotic cells in Drosophila embryos. J 

Biol Chem 2011;286(29):25770-25777. 

14. Nonaka S, Nagaosa K, Mori T, et al. Integrin αPS3/βν-mediated phagocytosis of apoptotic cells and bacteria in 

Drosophila. J Biol Chem 2013;288(15):10374-10380. 

15. Nonaka S, Ando Y, Kanetani T, et al. Signaling pathway for phagocyte priming upon encounter with apoptotic cells. J 

Biol Chem 2017;292(19):8059-8072. 

16. Awasaki T, Tatsumi R, Takahashi K, et al. Essential role of the apoptotic cell engulfment genes draper and ced-6 in 

programmed axon pruning during Drosophila metamorphosis. Neuron 2006;50:855-867. 

17. Kuraishi T, Nakagawa Y, Nagaosa K, et al. Pretaporter, a Drosophila protein serving as a ligand for Draper in the 

phagocytosis of apoptotic cells. EMBO J 2009;28:3868-3878. 

18. Zhang M, Nagaosa K, Nakai Y, et al. Role for phagocytosis in the prevention of neoplastic transformation in Drosophila. 

Genes Cells 2020;25(10):675-684. 

19. Shiratsuchi A, Mori T, Sakurai K, et al. Independent recognition of Staphylococcus aureus by two receptors for 

phagocytosis in Drosophila. J Biol Chem 2012;287(26):21663-21672. 

20. Nainu F, Tanaka Y, Shiratsuchi A, et al. Protection of insects against viral infection by apoptosis-dependent 

phagosytosis. J Immunol 2015;195:5696-5706. 

21. Devenport D, Brown NH. Morphogenesis in the absence of integrins: Mutation of both Drosophila beta subunits 

prevents midgut migration. Development 2004;131(21):5405-5415. 

22. Freeman MR, Delrow J, Kim J, et al. Unwrapping glial biology: Gcm target genes regulating glial development, 

diversification, and function. Neuron 2003;38(4):567-580. 

23. Ashburner M, Golic KG, Hawley RS. Drosophila a laboratory handbook. 2nd ed. New York: Cold Spring Harbor 

Laboratory Press; 2004. 

24. Busson D, Pret A-M. GAL4/UAS targeted gene expression for studying Drosophila Hedgehog signaling. Methods Mol 

Biol 2007;397:161-201. 

25. Fire A, Xu S, Montgomery MK, et al. Potent and specific genetic interference by double-stranded RNA in Caenorhabditis 

elegans. Nature 1998;391:806-811. 

26. Callier V, Nijhout HF. Body size determination in insects: A review and synthesis of size- and brain-dependent and 

independent mechanisms. Biol Rev Camb Philos Soc 2013;88(4):944-954. 

27. Kamiyama T, Niwa R. Biosynthetic enzymes and their roles in insect development. Front Physiol 2022;13:823418. 

28. Nakanishi Y, Shiratsuchi A. Phagocytic removal of apoptotic spermatogenic cells by Sertoli cells: Mechanisms and 

consequences. Biol Pharm Bull 2004;27:13-16. 

29. Acton S, Rigotti A, Landschulz KT, et al. Identification of the scavenger receptor SR-BI as a high-density lipoprotein 

receptor. Science 1996;271(5248):518-520. 

30. Hashimoto Y, Tabuchi Y, Sakurai K, et al. Identification of lipoteichoic acid as a ligand for Draper in the phagocytosis of 

Staphylococcus aureus by Drosophila hemocytes. J Immunol 2009;183:7451-7460. 



Nagaosa. Narra X 2025; 3 (1): e210 - http://doi.org/10.52225/narrax.v3i1.210        

Page 8 of 8 

S
h

o
rt

 C
o
m

m
u

n
ic

at
io

n
 

 

 

31. Garelli A, Gontijo AM, Miguela V, et al. Imaginal discs secrete insulin-like peptide 8 to mediate the plasticity of growth 

and maturation. Science 2012;336(6081):579-581. 

32. Colombani J, Andersen DS, Léopold P. The secreted peptide Dilp8 coordinates Drosophila tissue growth with 

developmental timing. Science 2012;336(6081):582-585. 

33. Akai N, Ohsawa S, Sando Y, et al. Epithelial cell-turnover ensures robust coordination of tissue growth in Drosophila 

ribosomal protein mutants. PLoS Genet 2021;17:e1009300. 


